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31. A method for treating human cancers or tumors 
comprising the step of administering to a patient in need of such 
treatment a therapeutically effective amount of a composition 
comprising : 

1) a recombinant polypeptide produced by a non- human host 
transformed by a recombinant DNA molecule comprising a DNA 
sequence selected from the group consisting of : 

(a) DNA sequences which hybridize to any of the DNA 
inserts of G-pBR322 (Pst) /HFIF1, G-pBR322 (Pst ) /HFIF3 

(DSM 1791), G-pBR322 (Pst) /HFIF6 (DSM 1792), and 
G-pBR322 (Pst) /HFIF7 (DSM 1793), and which code for a 
polypeptide displaying antiviral activity, and 

(b) DNA sequences which are degenerate as a result of 
the genetic code to the DNA sequences defined in (a) ; 

said DNA sequence being operatively linked to an expression 
control sequence in the recombinant DNA molecule; and 

2) a pharmaceutically acceptable carrier. 

33. The method according to claim 31 [or 32], wherein said 
DNA sequence is selected from DNA sequences of the formulae: 
ATGACCAACAAGTGTCTCCTCCAAATTGCTCTCCTGTTGTGCTTCTCCACTACAGCT 
CTTTCCATGAGCTACAACTTGCTTGGATTCCTACAAAGAAGCAGCAATTTTCAGTGT 
CAGAAGCTCCTGTGGCAATTGAATGGGAGGCTTGAATACTGCCTCAAGGACAGGATG 
AACTTTGACATCCCTGAGGAGATTAAGCAGCTGCAGCAGTTCCAGAAGGAGGACGCC 
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GCATTGACCATCTATGAGATGCTCCAGAACATCTTTGCTATTTTCAGACAAGATTCA 
TCTAGCACTGGCTGGAATGAGACTATTGTTGAGAACCTCCTGGCTAATGTCTATCAT 
CAGATAAACCATCTGAAGACAGTCCTGGAAGAAAAACTGGAGAAAGAAGATTTCACC 
AGGGGAAAACTCATGAGCAGTCTGCACCTGAAAAGATATTATGGGAGGATTCTGCAT 
TACCTGAAGGCCAAGGAGTACAGTCACTGTGCCTGGACCATAGTCAGAGTGGAAATC 
CTAAGGAACTTTTACTTCATTAACAGACTTACAGGTTACCTCCGAAAC , and ATG 
AGCTACAACTTGCTTGGATTCCTACAAAGAAGCAGCAATTTTCAGTGTCAGAAGCTC 
CTGTGGCAATTGAATGGGAGGCTTGAATACTGCCTCAAGGACAGGATGAACTTTGAC 
ATCCCTGAGGAGATTAAGCAGCTGCAGCAGTTCCAGAAGGAGGACGCCGCATTGACC 
ATCTATGAGATGCTCCAGAACATCTTTGCTATTTTCAGACAAGATTCATCTAGCACT 
GGCTGGAATGAGACTATTGTTGAGAACCTCCTGGCTAATGTCTATCATCAGATAAAC 
CATCTGAAGACAGTCCTGGAAGAAAAACTGGAGAAAGAAGATTTCACCAGGGGAAAA 
CTCATGAGCAGTCTGCACCTGAAAAGATATTATGGGAGGATTCTGCATTACCTGAAG 
GCCAAGGAGTACAGTCACTGTGCCTGGACCATAGTCAGAGTGGAAATCCTAAGGAAC 
TTTTACTTCATTAACAGACTTACAGGTTACCTCCGAAAC . 

34. The method according to claim 31 [or 32] wherein the 
polypeptide is selected from polypeptides of the formulae: 
Met -Thr-Asn-Lys-Cys -Leu -Leu- Gin- lie -Ala-Leu-Leu-Leu- Cys-Phe - 
Ser-Thr-Thr-Ala-Leu-Ser-Met-Ser-Tyr-Asn-Leu-Leu-Gly-Phe-Leu- 
Gln-Arg-Ser-Ser-Asn-Phe-Gln-Cys-Gln-Lys-Leu-Leu-Trp-Gln-Leu- 
Asn-Gly-Arg-Leu-Glu-Tyr-Cys-Leu-Lys-Asp-Arg-Met-Asn-Phe-Asp- 
Ile-Pro-Glu-Glu-Ile-Lys-Gln-Leu-Gln-Gln-Phe-Gln-Lys-Glu-Asp- 
Ala-Ala-Leu-Thr-Ile-Tyr-Glu-Met-Leu-Gln-Asn-Ile-Phe-Ala-Ile- 
Phe-Arg-Gln-Asp-Ser-Ser-Ser-Thr-Gly-Trp-Asn-Glu-Thr-Ile-Val- 
Glu-Asn-Leu-Leu-Ala-Asn-Val-Tyr-His-Gln-Ile-Asn-His-Leu-Lys- 




-3- 





Vdl 


11CU 


L7X LL 


VJX Li. 


T ,VQ — 


Leu— 


Glu 


-Lys - 


Glu- 


Asp- 


Phe- 


-Thr 


-Ara - 


Gly- 




- T •Oil — 
11 G Li 


1*1 G L. 


- c; p t 

OCX 


w J- 


LiGll - 


His- 


Leu 


-Lys- 


Arg- 


Tyr- 


Tyr 


-Gly 


-Arg- 


Ile- 


lie Li 


.U-i 0- 
XIX 0 


±yx 


Jje LI 


_ Lys ~ 


Ala- 


Lys - 


Glu 


-Tyr- 


Ser- 


His- 


Cys 


-Ala 


-Trp- 


Thr- 


Tip 

lie 


VCLX 




-Val 


-Glu- 


Ile- 


Leu- 


Arg 


-Asn- 


Phe- 


Tyr- 


Phe 


-He 


-Asn- 


Arg- 


JJC LI 


X 11-L. 


uiy 


±yx 


_ lgu ~ 


7\ T*d — 


Asn , 


and Met 


-Ser-Tyr-Asn-Leu-Leu-Gly- 


Jrlle 


~Lgii~ 


P 1 Tl 

LjXll 


_ TV ~V 

i-ii y 


OCX 


OCI 


Z\ cm — 


Phe 


-Gln- 


Cys- 


Gln- 


Lys 


-Leu 


-Leu- 


Trp- 


LjXil 


- LiGU~ 


iioll 






1_IC Li 


VJX Ll 


Tyr 


-Cys- 


Leu- 


Lys- 


Asp 


-Arg 


-Met- 


Asn- 


T5V1 ^ 
r'ne 


-Asp - 


lie 


- Piro 


_pi 1 1 - 




Tlo. 

lie 


T .\rc 

j_iy 0 


-a~\ n - 

V^rXil 


T .^n - 




Gin 


- Phe 


-Gln- 


Lys - 


P 1 1 n 


_ 7\ C*Y\ — 

Hop - 


•H.J. ci 


_ 7\ "1 -a 


— T .01 1 - 




Tip. 


Tyr 


-Glu- 


Met- 


Leu- 


Gin 


-Asn 


-Ile- 


Phe- 


raXci 


_ T 1 c» - 

lie 


pho 
rxic 


fix. y 






Cpr- 

k? W J- 


Ser 


-Ser- 


Thr- 


Gly- 


Trp 


-Asn 


-Glu- 


Thr- 


lie 


vdl 


Ijrl Li 


— 71 en 


uc ll 




Ala- 


Asn 


-Val- 


Tyr- 


His- 


Gin 


-He 


-Asn- 


His- 


Leu 


- Lys ~ 


T Vi T* 
J. ilX 


V CL_L 


UC LL 


P"| 11 _ 


G1 n - 

\J -L. LL 


Lys 


-Leu- 


Glu- 


Lys- 


Glu 


-Asp 


-Phe- 


Thr- 


Arg 


-Gly- 


Lys 


-Leu 


-Met- 


Ser- 


Ser- 


Leu 


-His- 


Leu- 


Lys- 


Arg 


-Tyr 


-Tyr- 


Gly- 


Arg 


-Ile- 


Leu 


-His 


-Tyr- 


•Leu- 


Lys- 


Ala 


-Lys- 


Glu- 


Tyr- 


Ser 


-His 


-Cys- 


Ala- 


Trp 


-Thr- 


He 


-Val 


-Arg- 


■Val- 


Glu- 


■He 


-Leu- 


Arg- 


Asn- 


Phe 


-Tyr 


-Phe- 


Ile- 


Asn 


-Arg- 


Leu 


-Thr 


-Gly- 


■Tyr- 


Leu- 


■Arg 


-Asn. 















